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Abstract
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There is an unmet medical need to identify neuroimaging biomarkers that is able to accurately
diagnose and monitor Alzheimer's disease (AD) at very early stages and assess the response to
AD-modifying therapies. To a certain extent, volumetric and functional magnetic resonance
imaging (fMRI) studies can detect changes in structure, cerebral blood flow and blood
oxygenation that are able to distinguish AD and mild cognitive impairment (MCI) subjects from
normal controls. However, it has been challenging to use fully automated MRI analytic methods to
identify potential AD neuroimaging biomarkers. We have thus proposed a method based on
independent component analysis (ICA), for studying potential AD-related MR image features,
coupled with the use of support vector machine (SVM) for classifying scans into categories of
AD, MCI, and normal control (NC) subjects. The MRI data were selected from Open Access
Series of Imaging Studies (OASIS) and the Alzheimer's Disease Neuroimaging Initiative (ADNI)
databases. The experimental results showed that our ICA-based method can differentiate AD and
MCI subjects from normal controls, although further methodological improvement in the analytic
method and inclusion of additional variables may be required for optimal classification.
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Alzheimer's disease (AD) is by far the most common cause of dementia associated with
aging. Post-mortem studies of AD have showed three typical lesions in AD brains:
intraneuronal neurofibrillary tangles (NFTs), extracellular deposits of Aβ amyloid plaques,
and the loss of neurons [1, 2]. To clinically diagnose AD patients at an early stage, many
biomedical imaging techniques have been used, such as structural magnetic resonance
imaging (sMRI) [3], functional magnetic resonance imaging (fMRI) [4], positron emission
tomography (PET) [5], etc.
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SMRI promises to aid in the diagnosis and treatment monitoring of MCI and AD through the
facile detection of surrogate biomarkers for disease progression. Studies involving the
analyzing of sMRI brain scans can be generally categorized into two classes: region-ofinterest (ROI) analysis [6] and whole brain analysis [7, 8]. ROI analysis focuses on specific
brain regions, especially the hippocampus and the entorhinal cortex [9, 10], to show
histopathological changes at early stages of AD [11]. ROI analysis of the brain structure is
considered a gold standard, but it has some drawbacks such as operator-dependency, laborand time-intensiveness, and the required step of a priori choice of regions for investigation
[12]. To overcome these shortcomings, some automated methods of measuring whole brain
atrophy have been developed, such as voxel-based morphometry (VBM) [8], tensor-based
morphometry [13], and source-based morphometry [14], etc. However, sMRI researches are
often divided in choosing image analysis methods: volume statistics [6, 9], cortex shape
analysis [10], and blind signal separation/machine learning techniques [5, 7, 15, 16].
Independent component analysis (ICA), an important blind signal separation technique, has
proved to be a powerful method for analyzing neuroimage data [16, 17]. It is one of the
multivariate and data-driven techniques that enable an exploratory analysis of MRI datasets
to extract useful information about the relationships among voxels in local brain
substructures. For the diagnosis or classification of AD and MCI patients, support vector
machine (SVM), one of machine learning techniques, has also received much attention [7,
15].
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In the current study, we have applied ICA-based method coupled with SVM technique to
selected MRI data from both the OASIS and ADNI databases. The ICA-based method has
three steps. First, all MRI scans are aligned and normalized by statistical parametric
mapping (SPM). Then, ICA is applied to the images for extracting specific neuroimaging
components as potential classifying features. Finally, the separated independent component
coefficients are fed into a classifying machine that discriminates among AD, MCI, and
control subjects. Our results indicate that the proposed method is able to classify AD and
MCI patients and normal control subjects with certain accuracy. In our knowledge, the
application of ICA-based method coupled with SVM technique in anatomical MRI data
analysis for AD brain has not been reported before.

MATERIALS AND METHODS
MRI databases
In the study, we will use MRI data from two image datasets: the Open Access Series of
Imaging Studies (OASIS) and the Alzheimer's Disease Neuroimaging Initiative (ADNI).
OASIS (http://www.oasis-brains.org/) is made available by the Washington University
Alzheimer's Disease Research Center, Dr. Randy Buckner at the Howard Hughes Medical
Institute (HHMI) at Harvard University, the Neuroinfomatics Research Group (NRG) at
Washington University Scholl of Medicine, and the Biomedical Informatics Research
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Network (BIRN). Their aim is to make MRI datasets of the brain freely available to the
scientific community. The dataset consists of a cross-sectional collection of 416 subjects
aged between 18 to 96 years old, including 218 subjects aged between 18 to 59 years old,
and 198 subjects aged between 60 to 96 years old. Of the older subjects, 98 had a Clinical
Dementia Rating (CDR) score of 0, indicating no dementia; and 100 had a CDR score
greater than zero (70 CDR=0.5, 28 CDR=1, 2 CDR=2), indicating a diagnosis of very mild
to moderate AD. The detailed statistics of the dataset was described in the literature [18].
Launched in 2003, the ADNI's (http://www.loni.ucla.edu/ADNI/) [3] primary goal has been
to test whether serial MRI, PET, fluid biological markers in cerebrospinal fluid (CSF) and
blood, and clinical and neuropsychological assessments can be combined to measure the
progression of MCI and early AD. The Principal Investigator of this initiative is Dr. Michael
W. Weiner, of the Veterans Administration Medical Center and the University of CaliforniaSan Francisco. Subjects have been recruited from approximately 50 sites across the United
States and Canada. The ADNI has recruited over 800 adults aged between 55 to 90 years
old, to participate in the research. These include approximately 200 cognitively normal
individuals who are followed for 3 years, 400 subjects with MCI who are followed for 3
years, and 200 patients with early AD who are followed for 2 years.
MRI data preprocessing
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To alleviate our computing burden, we only used the processed image data in the OASIS
database, that is, the atlas-registered gain field-corrected and brain-masked images in the
processed directory.
For MRI images in the ADNI database, we pre-processed them and then normalized the
MRI of each subject into a standard space defined by the template image T1.nii supplied
with the SPM8 toolbox. The detailed configurations included source image smoothing with
8mm, affine regularization with ICBM space template, a nonlinear frequency cutoff of 25,
16 nonlinear iterations, and trilinear interpolation. Finally, we extracted the sub-volumes
within the bounding box of (−79~80, −112~79, −74~85 in mm) relative to the anterior
commissure in the space described in the atlas of Talairach and Tournoux [19]. Therefore,
all MRI images were normalized into 160×192×160 voxel-wise images.
To further analyze the MRI images, we segmented the whole brain images in ADNI
database into three parts: gray matter (GM), white matter (WM), and cerebrospinal fluid
(CSF). Three parts have been processed by ICA.
The framework of the proposed method
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The framework of our proposed ICA-based method is shown in Fig. 1. First, all MRI data
are normalized into a template as abovementioned in the preprocessing section. Next, the
normalized brain images are decomposed into MRI basis functions and the corresponding
coefficients using the FastICA algorithm [20]. Finally, the separated coefficients are fed into
a SVM-based classifier for diagnosis of individuals with or without AD.
Spatial ICA model for sMRI images
A key technique in the framework is ICA as its basic goal to solve the blind signal
separation problem by expressing a set of random variables (observations) as linear
combinations of statistically independent component variables (source signals). According
to assumptions of sources independent over space or time, ICA can be further described as
spatial ICA (sICA) [17] and time ICA (tICA) [21]. SICA seeks a set of mutually
independent component (IC) source images and a corresponding set of unconstrained time
courses. By contrast, tICA seeks a set of IC source time courses and a corresponding set of
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unconstrained images. In concrete sMRI data, sICA embodies the assumption that each
image in X is composed of a linear combination of spatially and statistically independent
images.
The spatial ICA model for MRI images is shown in Fig. 2, where, the data X denotes voxels
of all MRI images, the voxels in each MRI image are arranged into one row in X. S and A
are unsupervisedly learned from X. Each row in A denotes a base, also called a basis
function, or a feature. In this study, these bases are also considered as potential
neuroimaging biomarkers.
In the study, the MRI images have been processed by the FastICA algorithm, as described in
Table 1. After ICA computation, any MRI image can be reconstructed by linearly combining
the set of basis functions and the corresponding coefficients, for example, as shown in Fig.
3.
Classification using support vector machine (SVM)
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SVM [23], a very popular classifier and one of the machine learning methods based on
statistical learning theory, has been recently used to help distinguish AD subjects from
elderly control subjects using anatomical MRI images [7]. SVM conceptually implements
the idea that vectors are linearly or nonlinearly mapped to a very high dimension feature
space. In this feature space, a linear separation surface is created to separate the training data
by minimizing the margin between the vectors of the two classes. We used the LIBSVM
(http://www.csie.ntu.edu.tw/~cjlin/libsvm) as the classifier to diagnose AD or MCI subjects
from normal controls.

RESULTS
We have performed several analyses using the MRI images from OASIS and ADNI
databases to verify the performances of the proposed method, such as feature extraction,
representation, and discrimination of AD and MCI subjects from normal controls. On the
MRI images in the OASIS database, we applied the FastICA algorithm to extract features
from MRI images and to show the ability of manifold representation in the ICA subspace.
Promising classification accuracy obtained by the SVM-based classifier has proven that the
proposed method is very useful for the analysis of the structure of MRI images. To further
verify the proposed method, we have applied the method to analyze gray matter of the MRI
images in the ADNI database.
Experiment 1: Feature extraction and representation
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Feature extraction using FastICA—Using the FastICA algorithm to decompose the
brain images, we can obtain MRI image basis functions as shown in Fig. 4. From these
bases, it should easily be noticed that each base has only coded a local part of the brain MRI
images. Different bases locally code different parts of the brain images. If a corresponding
coefficient is significant, we can draw a conclusion that the base is more important in the
individual MRI scans.
Representation on the ICA feature subspace—After using the FastICA tool to
separate all MRI images with AD and normal subjects, the dimensionality of all independent
components is reduced using principal component analysis (PCA) [24]. Next, we project all
MRI scan samples onto the ICA feature subspace. For the convenience of view, three
maximum principal components are shown in three-dimensional space in Fig. 5.
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As one of the applications of the ICA model, the whole data set in the OASIS database is
divided into four groups: Group 1 (100 subjects with the CDR score greater than 0), and
Group 2, 3, and 4, included 116, 100, and 100 subjects, respectively, divided from the 316
control subjects without dementia in the descending order. Ages in Group 2 are in the range
from 18 to 19, with an average of 18.44±0.56; Group 3 ages are from 25 to 59, with an
average of 42.16±17.16; and Group 4 ages are from 59 to 94, with an average of
75.58±18.42.
The left of Fig. 5 shows the distribution of MRI data on the 3D subspace spanned by age,
principal component 1 (PC1), and PC2. Here, PC1 and PC2 are reconstructed from
decomposed components using PCA. And the right denotes distribution in 3D subspace of
PC1, PC2, and PC3, same meaning as in the Left. The two figures indicate that brains are
different, gradually changing with ages. The results are consistent with that presented by
Marcus et al. [18].
Experiment 2: Classification of AD vs. NC in OASIS database
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After feature extraction and representation is done on an independent subspace, all MRI data
will be diagnosed and clustered into two groups: AD and normal controls using a classifier
based on SVM. We have conducted two experiments with the data. One is a conventional
training and testing method, and the other is a leave-one-out method. The first method
randomly selects half of the data as the training set, the rest as the testing data. The leaveone-out method leaves one data point as the testing data, the rest as the training data. The
classification accuracy is shown in Tables 2 and 3.
In Table 2, the mean accuracy was obtained after we repeated the experiments over 100
times using the conventional training and testing method. In the same way, the mean
accuracy in Table 3 was achieved after each sample was tested. From these tables, it is noted
that the differences between Group 1 and other groups are more remarkable as the age gap
increases. In Group 1, there are 100 subjects over age 60, and in Groups 2, 3, 4, the average
ages are 18.44, 42.16, and 75.58, respectively.
Experiment 3: Classification of ADNI MRI images
Classification using whole brain images—After image normalization using SPM8
and feature extraction using ICA, the corresponding independent component coefficients are
considered as the representations of MRI images on the subspace spanned by independent
components, and they can be classified into two groups: AD vs. NCs and MCI vs. NC, using
a SVM classifier.
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As the SVM classifier is based on statistical theory, we divided all MRI image data (202
AD, 410 MCI and 236 NC) into two data sets: training set and testing set. Taking the
influence of the number of training samples on classification accuracy into account, two
ratios of training sets are compared: 75% training set vs. 25% testing set, and 90% training
set vs. 10% testing set. All training sets were randomly selected from the ADNI MRI
database with AD, MCI, and NC subjects. The best classification accuracy is shown in Table
4.
Classification using the GM images—Only the gray matter of the brain was analyzed
to check the degree of significance in discriminating AD and MCI from NC. First, the whole
brain MRI image was segmented by segment module in SPM8 into three parts: gray matter
(GM), white matter (WM), and cerebrospinal fluid (CSF). In the study, we mainly analyzed
the GM images. Then, the segmented GM images were decomposed by the FastICA
algorithm abovementioned. The decomposed independent coefficients were viewed as the
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representations in the ICA subspace and fed into the SVM classifier for discriminating AD
and MCI from NC. The experimental methods were the same as the whole MRI images. The
classification results are shown in Table 5.

DISCUSSION
Herein we have demonstrated that the fully automatic method based on ICA for
classification of MRI images is very useful in discriminating among AD, MCI, and NC
subjects. This study is comparable with other related works.
Why applying ICA to structural image analysis is important?
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ICA is one of the data-driven, multivariate, and unsupervised methods with an advantage of
using no a priori information. It has become an increasing popular biomedical data-mining
technique as well as processing method for functional and structural MRI data. To our
knowledge, there are rare reports on the application of ICA to structural MRI data with AD
patients. However, ICA might also be a useful tool for early AD diagnosis of sMRI data
analysis because it has shown its usefulness in processing sMRI data from schizophrenia
patients [16]. Therefore, in this study, we have applied ICA to the analysis of AD-related
sMRI data. Experimental results on MRI data from the OASIS and ADNI databases have
indicated that the proposed method based on ICA is a useful tool for classifying AD, MCI,
and NC data.
Comparison with other related work
Marcus et al. [18] used the FAST program in the FSL software suite (www.fmrib.ox.ac.uk/
fsl) to compute normalized whole-brain volume (nWBV) and a plotted nWBV distribution
line across the adult life span in the OASIS database. Our results shown in Fig. 5 are similar
to that presented in their paper, indicating that the feature extraction method based on ICA
preserves the usefully changing information with the development of AD. Therefore, there
are the same manifolds in both originally statistical space (nWBV-ages) and ICA subspace.
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Garcia-Sebastian et al. [25] studied feature extraction processes based on VBM analysis to
classify MRI volumes of AD patients and normal subjects. They applied SVM to perform
classification on the MRI volumes of 98 females and obtained better results with
80.6~87.5% accuracy. Savio et al. [26] applied four different models of ANNs to the same
dataset and reported the result of 83% classification accuracy. Zhou et al. [10] proposed a
framework to analyze the hippocampal shape difference between AD and NC within the
OASIS dataset and obtained the classification accuracy of 52.6~61.5%. Unlike their smaller
sample size, we processed a total of 416 MR images from 100 AD and 316 control subjects
and presented the more statistically reliable results. Our results showed that we achieved an
average accuracy of 92.4% when we classified all AD and controls.
Our results from the ADNI database are also comparable with that presented by Chupin et
al. [9] and Gutman et al. [27]. Gutman et al. used a SVM classifier based on spherical
harmonics to classify 49 AD patients and 63 controls with 75.5% sensitivity and 87.3%
specificity, and with 82.1% overall correctness. Chupin et al. [9] proposed a fully automatic
method using probabilistic and anatomical priors for hippocampus segmentation. They
further used the obtained hippocampal volumes to automatically discriminate among AD
patients, MCI patients, and elderly controls. They obtained an 82% classification rate, 75%
sensitivity, and 89% specificity for classification among 29 AD and 30 NC subjects. In their
experiments on the subjects with 67 AD, 143 MCI, and 123 NC subjects aged between 70
and 80 years old, the classification rates appeared to be 76–80% of AD vs. NC and 61–63%
of MCI vs. NC.

J Alzheimers Dis. Author manuscript; available in PMC 2013 July 01.

Yang et al.

Page 7

NIH-PA Author Manuscript

In conclusion, our study has proven that the proposed ICA-based method may be useful for
classifying AD and MCI subjects from normal controls. However, the achieved
classification accuracy is still not optimal due to several factors. First, the ADNI is a
multicenter database (approximate 50 centers using different voxel sizes and acquisition
parameters), and we did not take scanner or center effects into account. Next, potential brain
vascular lesions in the subjects may be a confounding factor. Third, due to the large number
of images, we have not manually validated the normalization quality of these MRI images.
Finally, the factors of age and gender have not been taken into account, and we have not yet
examined these data in the context of amyloid burden in these subjects, using CSF markers.
All of these aspects should influence the final classification accuracy.
Future work
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Our main goal in the current study is to verify the performances of the proposed method
based on ICA. Much work lies ahead, however. We have presented the basis functions, or
features, but questions such as: What is the exact meaning of these features? Which feature
is more important? How many features are related to AD? What are the effects of the age,
gender, and amyloid pathology upon the features? etc., have not yet been addressed.
Therefore, our future work will focus on answering these questions. Further, we would like
to perform result comparison with the ones from other published semi-automated methods.
Moreover, the ADNI has provided follow-up MRI data, and to apply the proposed method to
the longitudinal analysis of MRI images is our next step.

Acknowledgments
The authors would like to express their gratitude for the support from the Shanghai Maritime University (Grant No.
20090175) and the research funds from the Radiology Department of Brigham and Women's Hospital (BWH). We
are thankful for the manuscript editing by Ms. Kimberly Lawson of the BWH Radiology Department.
ADNI data collection and sharing for this project was funded by the Alzheimer's Disease Neuroimaging Initiative
(ADNI) (National Institutes of Health Grant U01 AG024904). ADNI is funded by the National Institute on Aging,
the National Institute of Biomedical Imaging and Bioengineering, and through generous contributions from the
following: Abbott, AstraZeneca AB, Bayer Schering Pharma AG, Bristol-Myers Squibb, Eisai Global Clinical
Development, Elan Corporation, Genentech, GE Healthcare, GlaxoSmithKline, Innogenetics, Johnson and Johnson,
Eli Lilly and Co., Medpace, Inc., Merck and Co., Inc., Novartis AG, Pfizer Inc, F. Hoffman-La Roche, ScheringPlough, Synarc, Inc., and Wyeth, as well as non-profit partners the Alzheimer's Association and Alzheimer's Drug
Discovery Foundation, with participation from the U.S. Food and Drug Administration. Private sector contributions
to ADNI are facilitated by the Foundation for the National Institutes of Health (www.fnih.org). The grantee
organization is the Northern California Institute for Research and Education, and the study is coordinated by the
Alzheimer's Disease Cooperative Study at the University of California, San Diego. ADNI data are disseminated by
the Laboratory for Neuro Imaging at the University of California, Los Angeles. This research was also supported by
NIH grants P30 AG010129, K01 AG030514, and the Dana Foundation.

NIH-PA Author Manuscript

Partial data used in the preparation of this article were obtained from the ADNI database (www.loni.ucla.edu
\ADNI). As such, the investigators within the ADNI contributed to the design and implementation of ADNI and/or
provided data but did not participate in analysis or writing of this report. A complete listing of ADNI investigators
available at: http://www.loni.ucla.edu/ADNI/Collaboration/ADNI_Manuscript_Citations.pdf.

REFERENCES
[1]. Katz B, Rimmer S. Ophthalmologic manifestations of alzheimers-disease. Survey of
Ophthalmology. 1989; 34:31–43. [PubMed: 2678551]
[2]. Gomez-ISLA T, Spires T, De Calignon A, Hyman BT. Neuropathology of Alzheimer's Disease.
Hankbook of Clinical Neurology, Dementias. 2008; 89:234–243.
[3]. Jack CR Jr. Bernstein MA, Fox NC, Thompson P, Alexander G, Harvey D, Borowski B, Britson
PJ, J LW, Ward C, Dale AM, Felmlee JP, Gunter JL, Hill DL, Killiany R, Schuff N, Fox-Bosetti
S, Lin C, Studholme C, DeCarli CS, Krueger G, Ward HA, Metzger GJ, Scott KT, Mallozzi R,
Blezek D, Levy J, Debbins JP, Fleisher AS, Albert M, Green R, Bartzokis G, Glover G, Mugler

J Alzheimers Dis. Author manuscript; available in PMC 2013 July 01.

Yang et al.

Page 8

NIH-PA Author Manuscript
NIH-PA Author Manuscript
NIH-PA Author Manuscript

J, Weiner MW. The Alzheimer's Disease Neuroimaging Initiative (ADNI): MRI methods. J
Magn Reson Imaging. 2008; 27:685–691. [PubMed: 18302232]
[4]. Sperling R. Functional MRI studies of associative encoding in normal aging, mild cognitive
impairment, and Alzheimer's disease. Imaging and the Aging Brain. 2007; 1097:146–155.
[5]. Walhovd KB, Fjell AM, Brewer J, McEvoy LK, Fennema-Notestine C, Hagler DJ Jr. Jennings
RG, Karow D, Dale AM. Combining MR Imaging, Positron-Emission Tomography, and CSF
Biomarkers in the Diagnosis and Prognosis of Alzheimer Disease. AJNR Am J Neuroradiol.
2010
[6]. Jack CR, Petersen RC, Obrien PC, Tangalos EG. MR-based hippocampal volumetry in the
diagnosis of Alzheimers-disease. Neurology. 1992; 42:183–188. [PubMed: 1734300]
[7]. Magnin B, Mesrob L, Kinkingnehun S, Pelegrini-Issac M, Colliot O, Sarazin M, Dubois B,
Lehericy S, Benali H. Support vector machine-based classification of Alzheimer's disease from
whole-brain anatomical MRI. Neuroradiology. 2009; 51:73–83. [PubMed: 18846369]
[8]. Ashburner J, Friston KJ. Voxel-based morphometry - The methods. Neuroimage. 2000; 11:805–
821. [PubMed: 10860804]
[9]. Chupin M, Gerardin E, Cuingnet R, Boutet C, Lemieux L, Lehericy S, Benali H, Garnero L,
Colliot O. Fully automatic hippocampus segmentation and classification in Alzheimer's disease
and mild cognitive impairment applied on data from ADNI. Hippocampus. 2009; 19:579–587.
[PubMed: 19437497]
[10]. Zhou L, Lieby P, Barnes N, Reglade-Meslin C, Walker J, Cherbuin N, Hartley R. Hippocampal
shape analysis for Alzheimer's disease using an efficient hypothesis test and regularized
discriminative deformation. Hippocampus. 2009; 19:533–540. [PubMed: 19437500]
[11]. Braak H, Braak E. Staging of Alzheimer-related cortical destruction. Int Psychogeriatr. 1997;
9(Suppl 1):257–261. discussion 269–272. [PubMed: 9447446]
[12]. Giesel FL, Thomann PA, Hahn HK, Wilkinson ID. Comparison of manual direct and automated
indirect measurement of hippocampus using magnetic resonance imaging. European Journal of
Radiology. 2008; 66:268–273. [PubMed: 17643890]
[13]. Hua X, Leow AD, Parikshak N, Lee S, Chiang MC, Toga AW, Jack CR Jr. Weiner MW,
Thompson PM. Tensor-based morphometry as a neuroimaging biomarker for Alzheimer's
disease: an MRI study of 676 AD, MCI, and normal subjects. Neuroimage. 2008; 43:458–469.
[PubMed: 18691658]
[14]. Xu L, Groth KM, Pearlson G, Schretlen DJ, Calhoun VD. Source-based morphometry: the use of
independent component analysis to identify gray matter differences with application to
schizophrenia. Hum Brain Mapp. 2009; 30:711–724. [PubMed: 18266214]
[15]. Kloppel S, Stonnington CM, Chu C, Draganski B, Scahill RI, Rohrer JD, Fox NC, Jack CR Jr.
Ashburner J, Frackowiak RS. Automatic classification of MR scans in Alzheimer's disease.
Brain. 2008; 131:681–689. [PubMed: 18202106]
[16]. Xu L, Pearlson G, Calhoun VD. Joint source based morphometry identifies linked gray and white
matter group differences. Neuroimage. 2009; 44:777–789. [PubMed: 18992825]
[17]. McKeown MJ, Sejnowski TJ. Independent component analysis of fMRI data: Examining the
assumptions. Human Brain Mapping. 1998; 6:368–372. [PubMed: 9788074]
[18]. Marcus DS, Wang TH, Parker J, Csernansky JG, Morris JC, Buckner RL. Open access series of
imaging studies (OASIS): Cross-sectional MRI data in young, middle aged, nondemented, and
demented older adults. Journal of Cognitive Neuroscience. 2007; 19:1498–1507. [PubMed:
17714011]
[19]. Talairach, J.; Tournoux, P. Thieme Medical. New York: 1988. Co-planar Stereotaxic Atlas of the
Human Brain.
[20]. Hyvarinen A. Fast and robust fixed-point algorithms for independent component analysis. Ieee
Transactions on Neural Networks. 1999; 10:626–634. [PubMed: 18252563]
[21]. Calhoun VD, Adali T, Pearlson GD, Pekar JJ. Spatial and temporal independent component
analysis of functional MRI data containing a pair of task-related waveforms. Human Brain
Mapping. 2001; 13:43–53. [PubMed: 11284046]
[22]. Hyvarinen, A.; Karhunen, J.; Oja, E. Independent Component Analysis. John Wiley & Sons, Inc.;
2001.

J Alzheimers Dis. Author manuscript; available in PMC 2013 July 01.

Yang et al.

Page 9

NIH-PA Author Manuscript

[23]. Cortes C, Vapnik V. Support vector machine. Machine Learning. 1995; 20:273–297.
[24]. Jolliffe, IT. Principal Component Analysis. Springer-Verlag; New York: 1986.
[25]. Garcia-Sebastian M, Savio A, Grana M, Villanua J. On the Use of Morphometry Based Features
for Alzheimers Disease Detection on MRI. Lecture Notes in Computer Science. 2009; 5517:957–
964.
[26]. Savio A, Garcia-Sebastian M. Classification results of artificial neural networks for Alzheimer's
disease detection. Lecture Notes in Computer Science. 2009; 5788:641–648.
[27]. Gutman B, Wang Y, Morra J, Toga AW, Thompson PM. Disease classification with hippocampal
shape invariants. Hippocampus. 2009; 19:572–578. [PubMed: 19437498]

NIH-PA Author Manuscript
NIH-PA Author Manuscript
J Alzheimers Dis. Author manuscript; available in PMC 2013 July 01.

Yang et al.

Page 10

NIH-PA Author Manuscript
NIH-PA Author Manuscript

Fig. 1.

The methodological framework for analysis of structural MRI data.
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Fig. 2.

A spatial ICA model for decomposing MRI images
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Fig. 3.

An example of the reconstruction of MRI images.
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Fig. 4.

Examples of learned MRI image bases from MRI data with AD and NC using a spatial ICA
algorithm built into the FastICA toolbox.
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Fig. 5.

(Left) Distribution of MRI data on the 3D subspace spanned by age, PC1, and PC2. (Right)
Distribution in the 3D subspace of PC1, PC2, and PC3.
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Table 1

FastICA algorithm, rewritten from [22]
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1.

Center the data X to make its mean zero, and whiten it to give z.

2.

Choose m, the number of independent components to estimate;

3.

Choose initial values for the wi, i=1,…,m, each of unit norm. Orthogonalize the matrix W (=A−1) as in step 5.

4.
For every i=1,…,m,

, where g(y)=tanh(ay)(l≤ a ≤2).

5.

Do a symmetric orthogonalization of the matrix W=(w1,…, wm

6.

If not converged, go back to step 4.

)T

by W← (W WT) W.
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Table 2

Classification accuracy by the conventional method (%)
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Mean

Sensitivity

Specificity

Group 1–2

98.4

97.4

99.4

Group 1–3

93.0

89.9

96.1

Group 1–4

62.8

56.9

68.7
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Table 3

Classification accuracy by the leave-one-out method (%)
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Mean

Sensitivity

Specificity

Group 1–2

99.0

98.0

100

Group 1–3

95.0

94.0

96.0

Group 1–4

67.5

62.0

73.0
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Table 4

Classification accuracy of ADNI MRI images (%)
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75% training set

90% training set

AD vs. NC

MCI vs. NC

Class. rate

78.4

71.2

Sensitivity

70.6

69.5

Specificity

86.3

72.9

Class. rate

85.7

79.2

Sensitivity

90.5

83.3

Specificity

80.9

75.0
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Table 5

Classification accuracy of ADNI GM images (%)
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75% training set

90% training set

AD vs. NC

MCI vs. NC

Class, rate

82.4

69.5

Sensitivity

78.4

66.1

Specificity

86.3

72.9

Class, rate

88.9

81.3

Sensitivity

80.9

91.7

Specificity

95.8

70.8
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